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AMENDMENT TO THK CI AIMS, 

This listing of claims will replace all prior versions, and listings, of claims in the application: 

Listing of Claims; 

1. (Currently amended) A genetically modified plant ceU comprising at least one foreign nucleic 
acid molecule encoding an OKI protein and at least one foreign nucleic acid molecule encoding an 
Rl protein, wherein said plant cell has an increased activity of at least one OKI protein and at least 
one Rl protein in comparison with corresponding wild type plant cells that have not been 
genetically modified. 

2. (Currendy amended) The genetically modified plant cell according to Claim 1, wherein the 
foreign nucleic acid molecule encoding an OKI prote in comprises 

(a) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 2 or SEQ 
ID NO: 4; 

(b) a nucleic acid sequence encoding an amino acid sequence with an identity of at least 
95% with SEQ ID NO: 2 or SEQ ID NO: 4; 

(c) a nucleic acid sequence comprising SEQ ID NO: 1 or SEQ ID NO: 3, or a 
complementary sequence thereof; 

(d) a nucleic acid sequence with an identity of at least 95% with the nucleic acid 
sequences of (a) or (c); 

(e) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (a) or (c) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
(Ficoll 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na2HP04; 250 |Ig/ml 
herring sperm DNA; 50 |Ig/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65"C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS; or 

(f) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (a), (b), (c), (d) or (e) due to the degeneration of the genetic code. 

3. (Canceled) 
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4. (Currently amended) The genetically modified plant cell according to Claim 1, farther 
compriaing at least one wherein the foreign nucleic acid molecule encoding an Rl protein comprises 

(a) a nucleic acid sequence encoding an amino acid sequence of SEP ID NO: 7. SEP 
ID NO: 9. SEP ID NO: 11. SEC ID NO: 13. SEP ID NO: 15 or SEP ID NO: 17; 

a nucleic acid sequence co mprising SEP ID NO: 6. SEO ID NO: 8. SEP ID NO: 

IQ. SEP ID NO: 12. SEP ID NO: 14 or SEP ID NO: 16. or a complementary sequence thereof: 

ie) a nucleic acid sequence which deviates fr om the sequence of tlie nucleic acid 

molecules identified under (sl) or (b) due to the degeneration of the genetic code: 

(d) a nucleic acid ggqwt^gg \yith an identity of at least 95% with the nucleic ^gid 

sequence? pf (a) or (b); or 

(e) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (a^ or (b) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization rea ction at 65°C-68°C in a solution comprising 2X SSC IPX Denhardt solution 
fFicoU 4 00+PEG+BSA; Ratio 1;1:1); 0.1% SDS: 5 mM EDTA: 50 mM Na.HPO,: 250 ^Ig/ml 
herring sperm DNA: 50 ^g/ml tRNA: or 25 M sodiu m phosphate buffer pH 7.2: 1 mM EDTA: 7% 
SDS. and washing at 65°C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS. 

5. (Canceled). 

6. (Previously presented) The genetically modified plant cell according to Claim 1, wherein the 
foreign nucleic acid molecule coding an Rl protein codes an Rl protein of potato, wheat, maize, 
rice, soybean, citrus or Arabidopsis. 

1. (Previously presented) A genetically modified plant cell according to Claim 1, which 
synthesizes a modified starch in comparison with corresponding wild type plant cells that have not 
been genetically modified. 

8. (Previously presented) The genetically modified plant cell according to Claim 7, wherein the 
modified starch has an increased concentration of starch phosphate and/or a changed phosphate 
distribution in comparison with starch isolated from corresponding wild tj^pe plant cells that have 
not been genetically modified. 
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9. (Previously presented) The genetically modified plant cell according to Claim 8, wherein the 
modified starch has a changed ratio of C-3 phosphate to C-6 phosphate. 

10. (Previously presented) A plant comprising one or more genetically modified plant cells 
according to Claim 1 . 

1 1 . (Previously presented) A plant according to Claim 1 0, which is a starch-storing plant. 

12. (Previously presented) A plant according to Claim 11, which is a maize plant or wheat plant. 

1 3. (Previously presented) Propagation material comprising the plant cell according to Claim 1 . 

14. (Previously presented) A harves table plant part comprising the plant cell according to Claim 
1. 

15. (Currendy amended) A method of manufacturing a genetically modified plant according to 
Claim 10 comprising; 

a) introducing at least one foreign nucleic acid molecule encoding an OKI protein and 
at least one foreign n ucleic acid molecule encoding an Rl protein into the genome of a plant cell to 
obtain a genetically modified plant cell, wherein the plant cell has an increased acdvit\' of an OKI 
protein and an Rl protein in comparison with corresponding wild type plant cells that have not been 
genetically modified; 

b) regenerating a plant firom one or more plant cells from Step a); and 

c) optionally producing one or more additional plants fi:om a plant according to Step 
b). 

16. (Currendy amended) The method according to Claim 15, wherein the foreign nucleic acid 
molecule encoding an OKI protein comprises 

(a) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 2 or SEQ 
ID NO: 4; 



7 



Application No. 10/591,432 
Attorney Docket No. 65084.000022 

(b) a nucleic acid sequence encoding an amino acid sequence with an identity of at least 
95% with SEQ ID NO: 2 or SEQ ID NO: 4; 

(c) a nucleic acid sequence comprising SEQ ID NO: 1 or SEQ ID NO: 3, or a 
complementary sequence thereof; 

(d) a nucleic acid sequence with an identity of at least 95% with the nucleic acid 
sequences of (a) or (c); 

(e) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (a) or (c) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
(FicoU 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na^HPO,; 250 |llg/ml 
herring sperm DNA; 50 |lg/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65"C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS; or 

(f) a nucleic acid sequence which deviates from the sequence of die nucleic acid 
molecules identified under (a), (b), (c), (d) or (e) due to die degeneration of the genetic code. 

17. (Currently amended) The method according to Claim 15 . wherein the furthcf compriaing 
mtroducing at least one foreign nucleic acid molecule encoding an R\ protein comprises 

a nucleic acid sequence encoding an amino acid sequence of SEP ID NO: 7. SEP 

ID NO: 9. SEP ID NO: 1 1. SEP ID NO: 13. SEP ID NO: 15 or .SEP ID NO: 17: 

(b) a nucleic acid sequence co mprising SEP ID NO: 6. SEO ID NO: 8. SEP ID NO: 

10, SEP ID NO: 12. SEQ ID NO: 14 or SEP ID NO: 16. or a complementan^ sequence thereof: 

(c} a nucleic acid sequ ence which deviates from the sequence of die nucleic acid 

molecules identified under (a;^ or (b) due to the degeneration of the genetic code: 

{d) a nucldc acid sequence with an identity of at least 95% wit h the nucleic acid 

sequences of (a) or (hV or 

^e) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 

molecule of (a) or (b) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC IPX Denhardt solution 
(FicoU 400+PEG+BSA: Ratio 1:1:1^: 0.1% .SDS: 5 tnM EDTA: 50 mM Na,HPO_t: 250 p.g/m1 
hgrrinp sperm DNA; 50 Ug/ml tRNA: or 25 M sodium phosphate buffer pH 7.2: 1 mM EDTA: 7% 
SDS. and washing at 65"C-68"C in a solution comprisin g 0.1 X SSC and 0.1% SDS. 
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18. (Canceled) 

19. (Previously presented) The method according to Claim 15, wherein the genetically modified 
plant synthesizes a modified starch in comparison with corresponding wild type plants that have not 
been genetically modified. 

20. Previously presented) The method according to Claim 19, wherein the modified starch has 
an increased concentration of phosphate covalentiy bound to the starch. 

21. (Previously presented) The method according to Claim 19, wherein the modified starch has a 
changed ratio of C-3 phosphate to C-6 phosphate. 

22. (Previously presented) A modified starch obtainable from a genetically modified plant 
according to Claim 10. 

23. (Previously presented) A method of manufacturing a modified starch comprising extracting 
the starch from a genetically modified plant cell according to Claim 1. 

24. (Previously presented) A method of manufacturing a modified starch comprising extracting 
the starch from a plant according to Claim 10. 

25. (Canceled) 

26. (Previously presented) A modified starch obtainable by a method according to Claim 23. 

27. (Previously presented) A method of manufacturing a derived starch comprising deriving a 
modified starch according to Claim 26. 

28. (Previously presented) A derived starch obtainable by a method according to Claim 27. 

29. (Canceled) 
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30. (Previously presented) A flour comprising at least one modified starch according to Claim 

26. 



31 . (Previously presented) A flour obtainable from plant cells according to Claim 1 . 

32. (Previously presented) A method of manufacturing a flour comprising milling a plant 
according to Claim 10. 

33. (Canceled) 

34. (Previously presented) A recombinant nucleic acid molecule comprising a nucleic acid 
molecule coding an OKI protein and a nucleic acid molecule coding an Rl protein. 

35. (Previously presented) A vector comprising a recombinant nucleic acid molecule according 
to Claim 34. 

36. (Previously presented) The vector according to Claim 35, wherein the recombinant nucleic 
acid molecules are Lmked with at least one regulatory sequence that initiates transcription in 
prokaryotic or eukaryotic cells. 

37. (Previously presented) A host cell that is genetically modified with a recombinant nucleic 
acid molecule according to Claim 34. 

38. (Previously presented) A composition comprising a recombinant nucleic acid molecule 
according to Claim 34. 

39. (Previously presented) A composition comprising a nucleic acid sequence coding an OKI 
protein, a nucleic acid sequence coding an Rl protein, a plant cell, and a synthetic cultivation 
medium, wherein the nucleic acid sequences exist outside the plant cell. 

40. (Previously presented) A method comprising transforming a plant cell using a composition 
according to Claim 39. 
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41. (Pteviously presented) A host cell, which is genetically modified with a vector according to 
Claim 35. 

42. (Previously presented) A method of manufacturing a flour comprising milling the 
propagation material of claim 13. 

43. (Pteviously presented) A method of manufacturing a flour comprising milling the 
harvestable plant part of claim 1 4. 

44. (New) A method of manufacturing a modified starch comprising extracting the starch from 
the propagation material according to Claim 13. 

45. (New) A method of manufacturing a modified starch comprising extracting the starch from 
the harvestable plant part according to Claim 14. 

46. (New) The genetically modified plant cell according to Claim 2, wherein the foreign nucleic 
acid molecule coding an Rl ptotem codes an Rl protein of potato, wheat, maize, rice, soybean, 
citrus or Ambidopsis. 

47. (New) A geneticaUy modified plant cell according to Claim 2, which synthesizes a modified 
starch in comparison with corresponding wild type plant cells that have not been genetically 
modified. 

48. (New) A plant comprising one or more genetically modified plant cells according to Claim 2. 

49. (New) A plant according to Claim 48, which is a starch-storing plant. 

50. (New) A plant according to Claim 49, which is a maize plant or wheat plant. 

51 . (New) Propagation material comprising the plant cell according to Claim 2. 
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52. (New) A harvestable plant part comprising the plant cell according to Claim 2. 

53. (New) A modified starch obtainable from a genetically modified plant according to Claim 48. 

54. (New) A method of manufacturing a modified starch comprising extracting the starch from 
a genetically modified plant cell according to Claim 2. 

55. (New) A method of manufacturing a modified starch comprising extracting the starch from 
a plant according to Claim 48. 

56. (New) A method of manufacturing a modified starch comprising extracting the starch from 
the propagation material according to Claim 51. 



57. (New) A method of manufacturing a modified starch comprising extracting the starch from 
the harvestable plant part according to Claim 52. 



58, (New) A flour obtainable ficom plant cells according to Claim 2. 



59. (New) A flour comprising at least one modified starch according to Claim 53. 

60. (New) A method of manufacturing a flour comprising milling a plant according to Claim 48. 

61. (New) A method of manufacturing a flour comprising milling the propagation material of 
claim 51. 



62. (New) A method of manufacturing a flour comprising milling the harvestable plant part of 
claim 52. 



63. (New) The method according to Claim 16, wherein the genetically modified plant 
synthesizes a modified starch in comparison with corresponding wild type plants that have not been 

genetically modified. 
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64. (New) The method accotding to Claim 63, wherein the modified starch has an increased 
concentration of phosphate covalently bound to the starch. 

65. (New) The method according to Claim 63, wherein the modified starch has a changed ratio 
of C-3 phosphate to C-6 phosphate. 

66. (New) The recombinant nucleic acid molecule according to Claim 34, wherein the nucleic 
acid molecule coding an OKI protein comprises 

(a) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 2 or SLiQ 
ID NO: 4; 

(b) a nucleic add sequence encoding an amino acid sequence with an identit}' of at least 
95% with SEQ ID NO: 2 or SEQ ID NO: 4; 

(c) a nucleic aad sequence comprising SEQ ID NO: 1 or SEQ ID NO: 3, or a 
complementar)' sequence thereof; 

(d) a nucleic acid sequence with an identity of at least 95% with the nucleic acid 
sequences of (a) or (c); 

(e) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (a) or (c) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
(FicoU 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na^HPO^; 250 ^Ig/ml 
herring sperm DNA; 50 \ig/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65"C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS; or 

(f) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (a), (b), (c), (d) or (e) due to the degeneration of the genetic code. 

67. (New) A vector comprising a recombinant nucleic acid molecule according to Claim 66. 

68. (New) The vector according to Claim 67, wherem the recombinant nucleic acid molecules 
are linked with at least one regulatory sequence that initiates transcription in prokaryotic or 
eukaryotic cells. 
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69. (New) A host cell that is genetically modified with a recombinant nucleic acid molecule 
according to Claim 66. 

70. (New) A composition comprising a recombinant nucleic acid molecule according to Claim 
66. 

71 . (New) A host cell, which is genetically modified with a vector according to Claim 67. 

72. (Mew) The composition according to Claim 39, wherein the nucleic acid molecule coding an 
OKI protein comprises 

(a) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 2 or SEQ 
ID NO: 4; 

(b) a nucleic acid sequence encoding an amino acid sequence with an identity of at least 
95% with SEQ ID NO: 2 or SEQ ID NO: 4; 

(c) a nucleic acid sequence comprising SEQ ID NO: 1 or SEQ ID NO: 3, or a 
complementary sequence thereof; 

(d) a nucleic acid sequence with an identity of at least 95% with the nucleic acid 
sequences of (a) or (c); 

(e) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (a) or (c) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
(Ficoll 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na2HP04; 250 (Ig/ml 
herring sperm DNA; 50 |llg/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65"C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS; or 

(f) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (a), (b), (c), (d) or (e) due to the degeneration of the genetic code. 

73. (New) A method comprising transforming a plant cell using a composition according to 

Claim 72. 

74. (New) The genetically modified plant cell according to Claim 2, wherein the foreign nucleic 
acid molecule encoding an Rl protein comprises 
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(i) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 7, SEQ 
ID NO: 9, SEQ ID NO: 11, SEQ ID NO: 13, SEQ ID NO: 15 or SEQ ID NO: 17; 

(ii) a nucleic acid sequence comprising SEQ ID NO: 6, SEQ ID NO: 8, SEQ ID NO: 
10, SEQ ID NO: 12, SEQ ID NO: 14 or SEQ ID NO: 16, or a complementar)- sequence thereof; 

(iii) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (i) or (ii) due to the degeneration of the genetic code; 

(iv) a nucleic acid sequence with an identitjr of at least 95% with the nucleic acid 
sequences of (i) or (ii); or 

(v) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (i) or (ii) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at eS't-eS'^C in a solution comprising 2X SSC lOX Denhardt solution 
(Ficoll 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na^HPO^; 250 |Ig/ml 
herring sperm DNA; 50 [ilg/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65"C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS. 

75. (New) A genetically modified plant cell according to Claim 74, which synthesizes a modified 
starch in comparison with corresponding wild type plant cells that have not been genetically 
modified. 

76. (New) A plant comprising one or more genetically modified plant cells according to Claim 
74. 

77. (New) A plant according to Claim 76, which is a starch-storing plant. 

78. (New) A plant according to Claim 77, which is a maize plant or wheat plant. 

79. (New) Propagation material comprising the plant cell according to Claim 74. 

80. (New) A harvestable plant part comprising the plant cell according to Claim 74. 

81. (New) A modified starch obtainable from a genetically modified plant according to Claim 76. 
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82. (New) A method of manufacturing a modified starch comprising extracting the starch from 
a genetically modified plant cell according to Claim 74. 

83. (New) A method of manufacturing a modified starch comprising extracting the starch from 
a plant according to Claim 76. 

84. (New) A method of manufacturing a modified starch comprising extracting the starch from 
the propagation material according to Claim 79. 

85. (New) A method of manufacturing a modified starch comprising extracting the starch from 
the harvestable plant part according to Claim 80. 

86. (New) A flour obtainable from plant cells according to Claim 74. 

87. (New) A flour comprising at least one modified starch according to Claim 81. 

88. (New) A method of manufacturing a flour comprising millin g a plant according to Claim 76. 

89. (New) A method of manufacturing a flour comprising milling the propagation material of 
claim 79. 

90. (New) A method of manufacturing a flour comprising millin g the harvestable plant part of 
claim 80. 

91. (New) The method according to Claim 16, wherein the foreign nucleic acid molecule 
encoding an Rl protein comprises 

(i) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 7, SEQ 

ID NO: 9, SEQ ID NO: 11, SEQ ID NO; 13, SEQ ID NO: 15 or SEQ ID NO: 17; 

(ii) a nucleic acid sequence comprising SEQ ID NO: 6, SEQ ID NO: 8, SEQ ID NO: 
10, SEQ ID NO: 12, SEQ ID NO: 14 or SEQ ID NO: 16, or a complementar}- sequence tiiereof; 

(iii) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (i) or (ii) due to the degeneration of the genetic code; 
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(iv) a nucleic acid sequence with an identity of at least 95% with the nucleic acid 
sequences of (i) or (ii); or 

(v) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (i) or (ii) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
(Ficoll 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na2HP04; 250 ^Ig/ml 
herring sperm DNA; 50 |ag/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65"C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS. 

92. (New) I'he method according to Claim 91, wherein die genetically modified plant 
synthesizes a modified starch in comparison with corresponding wild type plants that have not been 
genetically modified, 

93. (New) The method according to Claim 92, wherein the modified starch has an increased 
concentration of phosphate covalently bound to the starch, 

94. (New) Tlie method according to Claim 92, wherein the modified starch has a changed ratio 

of C-3 phosphate to C-6 phosphate. 

95. (New) The recombinant nucleic acid molecule according to Claim 66, wherein the foreign 
nucleic acid molecule encoding an Rl protein comprises 

(i) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 7, SEQ 
ID NO: 9, SEQ ID NO: 11, SEQ ID NO: 13, SEQ ID NO: 15 or SEQ ID NO: 17; 

(ii) a nucleic add sequence comprising SEQ ID NO: 6, SEQ ID NO: 8, SEQ ID NO: 
10, SEQ ID NO: 12, SEQ ID NO: 14 or SEQ ID NO: 16, or a complementar>' sequence thereof; 

(iii) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (i) or (ii) due to the degeneration of the genetic code; 

(iv) a nucleic acid sequence with an identity of at least 95% with the nucleic acid 
sequences of (i) or (ii); or 

(v) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (i) or (ii) under stringent conditions, wherein said stringent conditions are conducting 
the hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
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(FicoU 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na,HPO,; 250 |llg/ml 
herring sperm DNA; 50 |lg/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at GS^C-CS't in a solution comprising 0.1 X SSC and 0.1% SDS. 

96. (New) A vector comprising a recombinant nucleic acid molecule according to Claim 95. 

97. (New) The vector according to Claim 96, wherein die recombinant nucleic acid molecules 
are linked with at least one regulatory sequence that initiates transcription in prokaryotic or 
eukaryotic cells. 

98. (New) A host cell that is genetically modified with a recombinant nucleic acid molecule 
according to Claim 95. 

99. (New) A composition comprising a recombinant nucleic acid molecule according to Claim 
95. 

100. (New) A host cell, which is genetically modified with a vector according to Claim 96. 

101. (New) The composition according to Claim 72, wherein the foreign nucleic acid molecule 
encoding an Rl protein comprises 

(i) a nucleic acid sequence encoding an amino acid sequence of SEQ ID NO: 7, SEQ 
ID NO: 9, SEQ ID NO: 11, SEQ ID NO: 13, SEQ ID NO: 15 or SEQ ID NO: 17; 

(ii) a nucleic acid sequence comprising SEQ ID NO: 6, SEQ ID NO: 8, SEQ ID NO: 
10, SEQ ID NO: 12, SEQ ID NO: 14 or SEQ ID NO: 16, or a complementary sequence thereof; 

(iii) a nucleic acid sequence which deviates from the sequence of the nucleic acid 
molecules identified under (i) or (ii) due to the degeneration of the genetic code; 

(iv) a nucleic acid sequence with an identit}' of at least 95% with the nucleic acid 
sequences of (i) or (ii); or 

(v) a nucleic acid sequence that hybridizes with at least one strand of the nucleic acid 
molecule of (i) or (ii) under stringent conditions, wherein said stringent conditions are conducting 
tlie hybridization reaction at 65"C-68"C in a solution comprising 2X SSC lOX Denhardt solution 
(Ficoll 400+PEG+BSA; Ratio 1:1:1); 0.1% SDS; 5 mM EDTA; 50 mM Na,HP04; 250 |Xg/ml 
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herring sperm DNA; 50 Mg/ml tRNA; or 25 M sodium phosphate buffer pH 7.2; 1 mM EDTA; 7% 
SDS, and washing at 65°C-68"C in a solution comprising 0.1 X SSC and 0.1% SDS. 

102. (New) A method comprising tratisfomoing a plant cell using a composition according to 
Claim 101. 
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